Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.004 Å; R factor = 0.044; wR factor = 0.132; data-to-parameter ratio = 14.2.
Refinement R[F 2 > 2(F 2 )] = 0.044 wR(F 2 ) = 0.132 S = 1.08 4429 reflections 311 parameters H atoms treated by a mixture of independent and constrained refinement Á max = 0.33 e Å À3 Á min = À0.35 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) x; y À 1; z; (ii) Àx þ 1 2 ; y þ 1 2 ; Àz þ 1 2 ; (iii) Àx þ 1; y À 1; Àz þ 1 2 ; (iv) Àx þ 1 2 ; Ày þ 1 2 ; Àz.
Data collection: APEX2 (Bruker, 2009); cell refinement: SAINT (Bruker, 2009); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009 
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Comment
Sydnones are mesoionic heterocyclic aromatic compounds. The study of sydnones still remains a field of interest because of their electronic structures and also because of the varied types of biological activities (Rai et al., 2008) . Recently sydnone derivatives were found to exhibit promising antimicrobial properties (Kalluraya et al., 2002) . Since their discovery, sydnones have shown diverse biological activities and it is thought that the meso-ionic nature of the sydnone ring promotes significant interactions with biological systems. Because of the wide variety of properties displayed by sydnones, we were prompted to synthesize a new S-substituted triazoles containing a sydnone ring. Photochemical bromination of 3-aryl-4-acetylsydnone afforded 3-aryl-4 bromoacetylsydnones. Condensation of 3-substituted-4-amino-5-mecapto-1,2,4-triazoles with 3-aryl-4bromoacetylsydnones yielded S-substituted triazoles derivatives (Jyothi et al., 2008) .
In the title compound, (Fig. 1 In the crystal structure ( Fig. 2) , the molecules are connected via intermolecular N6-H1N6···N4, N7-H1N7···O3, N6-H2N6···O2 and C4-H4A···O4 hydrogen bonds to form two-dimensional networks parallel to the ac plane.
Experimental
A catalytic amount of anhydrous sodium acetate was added to solution of 4-bromoacetyl-3-(p-anisyl)sydnone (0.01 mol) and 4-amino-5-(p-chlorophenyl) aminomethyl-4H-1,2,4-triazole-3-thiol (0.01 mol) in ethanol. The solution was stirred at room temperature for 2-3 hours. The solid product which separated was filtered and dried. It was then recrystallized from ethanol.
Crystals suitable for X-ray analysis were obtained from a mixture of DMF and ethanol (1:2 v/v) by slow evaporation.
Refinement
Atoms H1N6 and H2N6 were located in a difference Fourier map and refined freely [N-H = 0.86 (4)-0.92 (3) Å]. The remaining H atoms were positioned geometrically [C-H = 0.93 or 0.96 Å] and were refined using a riding model, with U iso (H) = 1.2 U eq (C) or 1.5 U eq (C) fo methyl H atoms. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
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Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (2) C4-H4A···O4 iv 0.93 2. 
